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- ldhA L-lactate dehydrogenase o
ABROERE mdh2 malate/L-lactate dehydrogenase BIRFRR
ANIEED mdh malate dehydrogenase BEFRE

77]‘X77]‘I/—)DE)DE>$ mdh2 malate/L-lactate dehydrogenase e
Semiing BEEE D E poxB pyruvate dehydrogenase BinFRE
—TFRINGXUE HEFT A pck phosphoenolpyruvate carboxykinase BIEFRE
TI3ZUDERE alaT alanine aminotransferase Bz FRE
NYSDERE ivB acetolactate synthase BIZFRK
TFRAINSXUBDOERE aspDH (BFEEWFEREK) aspartate dehydrogenase BiFEA
TFRINSEUEE TRINGEUEMBL-4-F R/NLF IV DB lysC (feedback MiH1EZEEA) aspartate kinase BIEFEA
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RER)Y REER)ODOTEFILE metX homoserine O-acetyltransferase BEFEA
—REVRTAV REDEA metY O-acetylhomoserine sulfhydrylase BEFEA
TEFILCOADE A% acsA (RFEEYTERNE) acetyl-CoA synthetase BEFEA
REVRATAUDAFIVIE Z:ii homocysteine methyltransferase Egiﬁi
RESRTAY metF 5,.10-mfethylenetetrahydrofolate reductase EBIzFEA

—_ bifunctional 5,10-methylene-tetrahydrofolate
—AFA=2 5-Me-THFD B 4 folD dehydrogenase/ 5,10-methylene-tetrahydrofolate E{ZFEA
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fefl (RIEEYIER ) 10-Formyltetrahydrofolate synthetase Bz FEA
IAZUERE AFA UK EB TR I mcbR transcriptional regulator of sulfur metabolism BiFRE
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